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RAW SEQUENCE LISTING DATE: 11/21/2000 

PATENT APPLICATION: US/09/4 6 2,517 TIME: 11:52:46 

Input Set : A:\sequence 

Output Set: N:\CRF3\11212000\I462517.raw 

3 <110> APPLICANT: Aurora Biosciences Corporation 

4 Zucker, Charles 

5 Mend.lt> in, John 

6 Sun, Yumei 

7 Tsunoda, Susan 

8 Sierraita, Jiraena 

10 <120> TITLE OF INVENTION: Compositions And Methods For Identifying Modulators and T.ransducisomes 

12 <1'.U)> FILE REFERENCE: AURO1210H 

14 <H0> CURRENT APPLICATION NUMBER: 09/462,517 

15 <I41> CURRENT FILING DATE: 2000-05-18 
17 <1G0> NUMBER OF SEQ ID NOS : 16 

1.0 <170> SOFTWARE: PatentTn version 3.0 

21 <210> SEQ ID NO: 1 

2 2 <211> LENGTH : 674 

2 3 <2I2> TYPE: PRT 

2 4 <2.'13> ORGANISM: Drosophila mel a nog aster 

2 6 <4 00> SEQUENCE: 1 
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640 

Ala Asn Gly Lys Val 
655 

Tlir Glu Ala Pro 
670 



146 625 630 635 

14 8 Pro Phe Gin Val Cys Tyr Ala Lou Phe Lys Gly 
149 645 650 

151 Ser Met Glu Val Thr Ary Pro Lys Pro Thr Leu Arg 

152 660 665 
154 Lys Ala 

157 <210> SEQ ID NO : 2 

158 <211> LENGTH: 2059 

159 <2I2> TYPE: DNA 

160 <213> ORGANISM: Drosophila melanogaster 
16 2 <4 00> SEQUENCE: 2 

16 3 atggttcaqt tcctgggcaa acagggcacc gcgggtgagc teat tea cat ggtgaccctg 60 
165 gaeaagaegg gcaagaagtc cttcggcatc tgeatagtgc gcggcgaggt gaaggattcg 120 
167 cccaacacca agacaacegg catcttcatc aagggcattg tgoccgacag tcccgcgcat 180 
169 etgtgtggtc gectaaaygt; tggegategg atectctegc teaaeggaaa ggatgtgcgc 240 
171 aactccaccg aacaggeggt catogatctc atcaaggagg eggacttcaa gatcgagctg 300 
173 gagattcaya ccttcgacaa gagegatgag cagcaggcca agtcagatcc gcggagcaat 3 60 
175 ggctacatgc aggecaagaa oaagttcaat caggagcaga ccaccaacaa caatgcgtcc 4 20 

17 7 g5aggt;oagg gaatggggca aggtcagggt oagggtcagg gaatggctgg catgaacegg 48 0 
179 cagcaatcga tgcagaagcg gaataccaca tticacggect cuatgegtea gaagcatagt 54 0 
181 aactacgccg acgaggatga cgaggacacc egggacatga ccggtcgcat tegcaeggag 6 00 

18 3 gcgggttatg agatcgatcg agcctccgcc ggtaattgea aacttaataa gcaggaaaag 66 0 
.1.85 gatcgegaca aggagcagga agatgaattt ggctaoacga tggctaagat caacaagegg 720 
187 tacaaeatga tgaaggatct gegcaggate gaggtccaga gggacgccag caagccactg 780 

18 9 qgactogcac tcgctggcca caaggaccgc cagaagatgg ectgetttgt tgccggtgtg 840 
19.1 gatccoaacg gagcattggg cagcgtggac attaagcegg gcgacgagat cgtcgaggtc 900 
193 aacggcaalg Ugcttaagaa tcgctgccac Ltgaaegcct ecgcegtgtt caagagegtg 960 
.19 5 gatggggata agetegtgat gateacctcg cgacgcaagc ccaacgatga gggcatgtgc .102 0 

19 7 gtcaagccca tcaaaaagtt ccccaccgcg tctgatgaga otaagtttat cttcgaccag .108 0 
199 tttcccaagg cgcgcacggt geaggtgege aaggagggtt cctgggcatc atggtcatct 114 0 
201 atggcaagca cgctgaggtig ggcagtggca i;tt tea tele ggatctgaga gagggatega 120 0 
203 atgccgagtt ggcgggcgtg aaagtgggcg acatgetget ggecgttaat caggatgtaa 1260 
205 cactggaatc caactacgat gatgetactg gaetgettaa aegtgecgag ggcgtagtga .1320 
207 ceatgattct attgactctc aagagegagg aggegataaa ggctgagaag geageggaag 1380 
209 agaaaaagaa ggaggaggce aagaaagagg aggaaaagee aeaggaaccc gecacagccg ,14 40 
211 agatcaagec gaacaaaaag atactcattg agttgaaggt ggaaaagaag ccaatgggeg 1500 
213 teategtctg eggeggcaag aaeaaccatg tcacgactgg ctgtgtaatc acecacgttt 1560 
215 ateeggaggg acaagtggca gccgacaagc gectcaagat ctttgaccac atttgtgata 1620 
217 taaatggtac gccaatccac gtgggatcea tgacgacact gaaggtccat cagttattcc 1680 
219 acaccacatia egagaaggeg gtcaccctaa cggtcttccg cgctgatcct ccggaaetgg .1740 
221 aaaagtttaa cgttgacctt atgaaaaaag caggcaagga gctgggcctg tcgctgtctc 1800 
223 ccaaegaaat tggatgeace ategeggact tgattcaagg acaatacccg gagattgaca 1860 
225 gcaaactgea gegeggegat attatcacca atteaatggc gatgecttgg agggtcttcc 1920 
2 27 gttceaggtg tgctacgcct tgttcaaggg agccaacggc aaggtatcga Lggaagtgac .198 0 
229 acgacccaag cccactctac gtaeggagge acccaaggcc tagagacgat cctcattctc 2040 
231 ctctccgtag cgaagcagt 2059 
234 <210> SEQ ID MO: 3 

23 5 <211> LENGTH: 93 
236 <212> TYPE: PRT 
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3 5 2 


<22 3> OTHER 


INFORMATION 


n«OS 


















3 5 4 


<4 00> SEQUENCE: 


7 
























3 5 6 


Pro Asn Val 


He 


ser 


Val 


Arg 


Leu 


Phe 




rg 


Lvs 


Va I 




.i. 2 


Leu 


3 5 7 


1 




5 










10 










1 5 




3 59 


Gly Phe Leu 


Val 


Lys 


Glu 


Arg 


Val 


Ser 


L/S 


Pro 


Pro 


Va J 


I le 


He 


Ser 


3 & o 




20 










25 










30 






3 6 2 


Asp Leu lie 


Arg 


Giy 


Gl-Y 


Ala 


Ala 


G] u 


G L n 


Sor 


Gly 


leu 


Tie 


G i 11 


AJ a 


3G3 


35 










4 0 










45 








365 


Gly Asp lie 


He 


Leu 


Ala 


val 


Asn 


Asp 


Arg 


Pro 


Leu 


Val 


Asp 


Leu 


Ser 


366 


50 








55 










6 0 










368 


Tyr Asp Se.r 


Ala 


Leu 


Glu 


Val 


Leu 


Arg 


Gly 


Tie 


Ala 


Ser 


Glu 


Thr 


His 


369 


65 






70 










75 










80 


371 


Val Val Leu 


He 


Leu 


Arg 


Giy 


Pro 


















372 






85 
























374 


<210> SEQ ID 


NO: 


8 
























375 


<211> LENGTH 


: 88 
























376 


<212> TYPE: 


PRT 


























377 


<213> ORGANISM: 


artificial 




















379 


<2 20> FEATURE: 


























330 


<2 2 3> OTHER 


INFORMATION 


inaD-3 



















fyp - - 

PI&3SQ NotQ' 

Use of n and/or Xaa have been detected in the Sequence Listing. Please review the 
Sequence Listing to ensure that a corresponding explanation is presented in the <220> to 
<223> fields of each sequence which presents at least one n or Xaa. 
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VERIFICATION SUMMARY * DATE: .11/21/2000 

PATENT APPLICATION:- 'uS/09/4 62 , 5 17 TIME: 11:52:47 

Input: Set : A:\sequence 

Output Set: N:\CRF3\1121200O\l462517.raw 

L:568 M:341 W: (46) "n" or "Xaa" used, for SKQ ID# : 16 



RECEIVED 

DEC 
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